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INTRODUCTION

Underrepresentation in clinical trials poses significant risks, including insufficient safety and effectiveness of drugs for minority groups. FDA's Diversity Action Plans
(DAPs) aim to address this by setting well-motivated enrollment goals stratified by age, sex, race, and ethnicity (FDA, 2024).

An important part of setting enrollment goals consists of reviewing scientific literature on incidence/prevalence of a disease in different subpopulations. This step
requires expert personnel and dozens of hours. \We introduce a novel, Al-based tool leveraging large language models (LLMs) to automatically scan and extract relevant
epidemiological data.

METHODOLOGY

The steps performed by our tool are as follows.
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treatment of potentially curable lung cancer are unknown and require further investigation.

of the results contained therein and extracting tables.

RESULTS
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